






 
 
Fig. S3. Swarm cell migration in late larval life: (A) ovaries of OR at L2 stage. Most somatic 
cells are still located anterior to the germ cells. (B) In early L3, swarm cells begin migration 
lateral to the germ cells towards the posterior. (C, D) As the L3 stage progresses swarm cells 
migrate towards the posterior. (E, F) During late L3 stages, swarm cells complete their 
movement to lie posterior to the germ cells. (G, H) By late LP stage, swarm cell migration has 
completed and the migrating cells lie entirely posterior to the germ cells. In all panels, white 
dashed line demarcates “swarm” cells, anterior is up, scale bar=20 µm. All panels show 3D 
reconstructions of optical sections, except for (A), (D) and (G), which show maximum 
projections of optical sections. 
  



 
 
Fig. S4. Ovarian cell proliferation throughout larval life and TF cell allocation at LP stage: 
(A) number of total ovarian somatic cells from L0 to LP stage in OR, Ind and Ds. (A′) Close up 
view of the region demarcated by the red box in (C), showing a significant difference in SGP cell 
number at L0 between Ind and both D. melanogaster strains. (B) Number of total germ cells 
from L0 to LP stage in OR, Ind and Ds. (B′) Close up view of the region demarcated by the red 
box in (D), showing no significant difference in germ cell number at L0 between any of the three 
lineages. 
  



 
 
Fig. S5. Effects of Insulin Receptor (InR) and bric-à-brac 2 (bab2) loss of function on LP 
stage TF cell number, TF cell size, TF morphogenesis, and TF cell specification from 
anterior somatic cells: (A) mosaic plots of proportions of the two anterior cell types, TF cells 
(black) and apical cells (gray) at LP stage in loss of function conditions for 
both InR and bab2 (see text and Fig. 4for details). Despite some modification of TF 
morphogenesis in InRE19/GC25 LP stage ovaries (see (C)), TF cell number is significantly 
reduced compared to controls (see (A)). In (A)–(C), §p<0.05; ⁎p<0.01; ⁎⁎p<0.001, error bars 
show 95% confidence interval. Asterisk and bracket colors correspond to significance level for 
specific cell types (black: TF cells; gray: apical cells). (B) TF cell number at LP stage is 
significantly reduced by loss of function conditions for both InR and bab2 (see text and Fig. 4for 
details). (C) Tibia length is not significantly different in bab:Gal4�bab2RNAi females compared 
to controls. Tibia length is significantly reduced in InRE19/GC25 females compared 
to InR heterozygotes. (D) TF cell size is significantly reduced in LP stage ovaries 
of InRE19/GC25.transheterozygotes and in heterozygotes of both loss-of-function alleles. (E) TF 
cell number per TF in LP stage ovaries for InRE19/GC25, InR heterozygotes 
and bab2RNAi;+ controls does not differ significantly from OR (see Fig. S1A). TF cell number 
per TF is not shown for bab:Gal4�bab2RNAi ovaries as these show abnormal TF stack formation 
(Godt and Laski, 1995). 
  



 
 
Fig. S6. Inter- and intra-species comparisons of SGP cell number. Mean somatic ovarian cell 
number at first larval instar (L0) 0–3 h after hatching (h AH) in the Ind, OR and Ds lineages 
discussed in the main text, as well as the D. melanogaster strain Franceand the species D. 
yakuba (Dyak), both of which have significantly lower average ovariole numbers than OR. 
Different D. melanogaster strains are blue bars; different Drosophila species (D. sechellia and D. 
yakuba) are pink bars. D. yakuba and D. sechellia L0 somatic gonad cell numbers are both 
significantly smaller (⁎p<0.01) than all three D. melanogaster strains, corresponding to their 
lower ovariole number. In contrast, D. melanogaster strains are not significantly different from 
each other, despite the lower ovariole number of Ind and Fra compared to OR (Fig. 7). 
 




